CHAPTER 6 Yv
N

CONCLUSION AND FUTURE WORKS

6.1 Conclusion ?

Preliminary screening of lactic acid bacteria (LAB) wit Mtic activity was
observed on skimmed milk agar (SMA) and the diameter e zorles above 6 mm

were considered as good proteolysis showed for LAB is s Bd2, W& and S1.
These four LAB with high proteolysis generate skimmed ill @high
antioxidative peptides compared to other LABuwi es vid ging\BlgPH free
radical activity and FICA assays resulted Nw DFﬁH and FIC ged between

12.59 and 19.04 %, and between 78.6@6.95 %, Tespectiv X
The isolates Bd2, Pk2, WGQT s1 @%
potentials and the results obtain%’ alﬂj i

;@ed for their probiotic
bile halle@dicated that these LAB
could survive in both envir mwi y Shight @tion less than 1.05 log cycle.
Antimicrobial activityﬁ'isol‘el u ‘glgzhulture overlay method showed

inhibition of clear agains‘ \efe s ATCC’10876, B. subtilis ATCC 21332, S.

aureus ATCC 28923%S. typhi
¢

between 18.:% and 85.00

NN
usiop’met again&}ame targeted bacteria ranged between 8.00 mm

s

and mm. Thus, through @‘énd bile challenges as well as antimicrobial activity,

AT@%H, and E. coli ATCC 25922 ranged

!
." V\@‘EI?the antimicrobial activity for LAB isolates

by agar We

t \ur proteolysis LABs also have potential as probiotic LAB hence these LABs
confirmed to maintain their viability and functionality. The same LAB of WG2,
k2, S1, and Bd2 isolates were used as starter cultures in 24 h fermentation of buffalo

milk to generate whey with antioxidative activity by different culturing approaches. The
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scavenging DPPH free radical scavenging activity values of whey buffalo milk obtained
by direct cultured LAB were higher than whey skimmed, and whey buffaw
obtained by precultured LAB with range values between 22.61 and 33.62 @hlgh
FICA values of whey buffalo milk obtained by precultured LAB were an whey
skimmed milk but higher than whey buffalo milk obtained by direct <¥r~ed LAB with
range values between 59.41 and 78.22 %.

These LAB isolates of WG2, Pk2, S1, and Bd2 were' g'fied'as L. plantarum

(WG2), L. paracasei (Pk2), L. plantarum (SI), and roco ch (Bd2),
"X
were Studie v'iti_\ﬁ%erent

to_geh hey With high
X Y

N
m‘ sca ngmgéth/lty values of
whey buffalo milk by direct cultured Lwad betweern24:87 @.03 % and FICA
een

values of whey buffalo milk range n 50. \aw”&;GS z@“for both 24 and 48 h
D

fermentation times. In contrast%ven g frcz(/ |cal scavenging activity
values of whey buffalo mm%ulttl ran@tween 3.43 and 12.28 % and
0 ang

the FICA values of w milk Et 56.58 and 84.45 % for both 24

and 48 h fermentatlwes l é./
In this f ; he hi Qldat (ﬂfalues obtained from whey buffalo milk

generated b C ture L taPYm(\_/J(JaZ and E. faecium Bd2 and were influenced

respectively. Fermentation of buffalo milk by these
culture approaches at different fermentatio

antioxidative activity. The scavenging DPP% adi

by fer tation timef"Rre }ured antarum WG2 in 48 h fermented buffalo milk
pro e hey with high FICWIues (84.45 %) and whey generated by precultured

N
m Bd2 in 24 h fermented buffalo milk produced whey with second high FICA

Q (78.22 %). The half maximal inhibitory concentration (ICso) by FICA for whey
u

ffalo milk produced by precultured L. plantarum WG2 at 48 h fermentation was 0.37

mg/ml and whey buffalo milk produced by precultured E. faecium Bd2 at 24 h
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fermentation was 0.39 mg/ml which was lower than ICso value for standard EDTA (0.29
mg/ml).

From this study, the molecular weight (Mw) of these antioxidativ@es of
whey buffalo milk produced by precultured L. plantarum WG2 an&ltured E.
faecium Bd2 was estimated between 150 and 50 kDa, and between ZOW kDa which
could be B-lactoglobulin (Mw = 80 kDa) and lactoferrin (Mw = % r could be other

novel antioxidative peptides.

‘ o
6.2  Future Works J _\‘—}
This study revealed different LAB stgai sed_as cul.@%-'in both

T
skimmed milk and buffalo milk may w v\tk\ey ntaine@:eptldes with

antioxidative activities. The LAB ide %L planta G <<d E. faecium Bd2

isolated from white grape and ferm salted | e g@e‘d to generate peptides

from whey buffalo milk Wlthély g%od t|0X|d<a$(?ict|V|ty. In this study,

selection of the LAB to gen@loxr ptide milk through fermentation
m

should include proteol% arp;%i& tials as their most criteria have

'3
for LAB strains and different culturing

been achieved. O sation

approaches should b to more data and to find suitable factors
that will h 0 Jgene te an OX|dat|ve peptides of whey buffalo milk
generat se LABS. d ob by SDS PAGE in this study should further be

eva to |dent|fy amino ac@ﬁuences responsible for peptides from whey buffalo
% h antioxidative activity. The selected areas of a gel containing selected bands
Q e processed for mass spectrometry (MS) such as liquid chromatography—tandem
ass spectrometry (LC MS/MS) and continues with Blast for identification based on

peptide sequence in Blast database.
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