REFERENCES Y'

Abhilash, P. C., Dubey, R. K., Tripathi, V., Gupta, V. K., & Singh, H.%Zam). Plant
ilit

Growth-Promoting Microorganisms for Environmental Sustainability. Trends in
Biotechnology, 34(11), 847-850. Y‘
Acosta, K., Appenroth, K. J., Borisjuk, L., Edelman, M., Heinig, U., n, M. A. K., Oyama,

T., Pasaribu, B., Schubert ., Sorrels, S., Sowjanya Sree, ,SLMlchaeI TP, &

Lam, E. (2021). Return of the Lemnaceae: Duckwee odel PlantSystem in the
Genomics and Postgenomics Era. Plant Cell, 33(10), 32 34.

Acosta, K., Xu, J., Gilbert, S., Denison, E., Brinkma é Leb‘qlls, S./& L -\E (2020).

Duckweed Hosts A Taxonomically Similar Bac semb\a Th rrestrial Leaf
Microbiome. PloS One, 15(2), 0228560.

Aira, M., Gémez-Brandén, M., Lazcano, (@h E., & ddomin
f

Genotype Strongly Modlfles the Str ure and

z
Rhizosphere Microbial
Communities. Soil Biology and Bio [ ry,'i N22 6—2;%1.
‘é ‘&
Akbudak, M. A., & Filiz, E. (20 0 Anal of ATP Sulfurylase (ATPS)
Genes in Higher Plants %ﬂsmoq Profiles i ~§Shum (Sorghum bicolor) under
Cadmium and Salinity St% enomics, 1 5_4') —-589.

”"Zq

, J. (2010). Plant

Allouzi, M. M. A., Allouzi;’s, M"A., y ramaniam, C. V., Singh, A., & Chong, S.
(2022). Liquid Bi t||| ers a fal Solution for Agriculture. Heliyon, 8(12),
e126009. ¢ ',

\
Alongi, D. ) Bacté'rl rdductiMity a d Microbial Biomass in Tropical Mangrove

Sedlments icrobial Ecology, Qg)g 59-7

Alongi, 011) Early Growth Responses of Mangroves to Different Rates of Nitrogen
@ sphorus Supply. Journal of Experimental Marine Biology and Ecology, 397(2),

118



Ames, N. J., Ranucci, A., Moriyama, B., & Wallen, G. R. (2018). The Human Microbiome and
Understanding the 16S rRNA Gene in Translational Nursing Science. Nursin arch,
66(2), 184-197.

Anggrainy, E. D., Hidayati, A., Syarifain, R. I., Zulkarnain, M., Faizal, Pq\?imarmata, T.
hi

(2021). Superior Nitrogen Fixing Bacteria Screening from Variou izobiome in Palm
Oil Plantion, North Sangatta, East Kalimantan. IOP ConferenceySeries Earth and
Environmental Science, 748(1), 012007. \/

.:202 ). Nitrate-Driven

Tsunami-Deposited Marine

ing M’ental Science
Yq

Aoyagi, T., Katayama, Y., Aizawa, H., Takasaki, M., & Ho
Trophic Association of Sulfur-Cycling Microorganismssi
Sediment Revealed by High-Sensitivity *C-Bicarbonate

and Technology, 55(12), 8410-8421. \
e
iy >y ¢ b .
Appenroth, K. J., Borisjuk, N., & Lam, E. (2013). n ckweed Apart: Genotyping
lied Environmental

Technologies for The Lemnaceae. ChineKJo, nal

0\o
Biology, 19(1), 1-10.
3 ®)
Appenroth, K. J., Sree, K.S., Bohm, V., H ann, S 5 ) t\eiterer, M., & Jahreis, G.
(2017). Nutritional Value of Duc s(Le S I—@n Food. Food Chemistry,
217, 266-273. é
a\
\ S

Arai, H., Kanbe, H., Ishii, M4 & %rashi, . (201 )@plete Genome Sequence of the
Thermophilic, Obligate% molithoaut Hydrogen-Oxidizing Bacterium
phil I

r
Hydrogenobacter thermo TK-6, 90 dg(gecteriology, 192(10), 2651-2652.

A

. '%) & . .
Arbeli, Z., & Fuentes, N%)i e o(j‘he Gene trzN and Biogeographic Patterns

Among Atrazin@j diot Ba ia Is&lated from 13 Colombian Agricultural Soils.
col (

FEMS Microt;q' ?¥ Y, , 6@23.
v)r

Archana, D. S., Nandish, M. S., Savalagi, V. P., & Alagawadi, A. R. (2012). Screening of
Potassium Solubilizing Bacteria (KSB) for Plant Growth Promotional Activity. Bioinfolet
u‘fesly Journal of Life Sciences, 9(4), 627—-630.

Ariﬁol, M., & Schenk, P. M. (2020). Plant Microbiome Engineering: Expected Benefits

proved Crop Growth and Resilience. Trends in Biotechnology, 38(12), 1385-1396.

s

119



Backera, R., Girija, D., Gopal, S., Vijayaraghavan, R., & Beenav, I. (2021). Plant Growth
Promoting Actinobacteria from Rhizosphere Soils of Black Pepper ianad.

Biotechnology and Bioprocessing, 2(5), 1-8. \

Badr, M. A. (2006). Efficiency Of K-Feldspar Combined with Organic M Is and Silicate
Dissolving Bacteria on Tomato Yield. Journal of Applied Sciencii Resources, 2(12),

1191-1198.
Y

Badri, D. V., & Vivanco, J. M. (2009). Regulation and Functio ofWExudates. Plant, Cell
& Environment, 32(6), 666—681. '

Bae, S., Kim, S. G., & Kim, Y. H. (2013). Biocontrol Characteristics of i/illﬁ ecies in
Suppressing Stem Rot of Grafted Cactus Caus y “Bipolaris tivara.-The Plant

Pathology Journal, 29(1), 42-51. 2 X
X >

T
Baek, G. Y., Saeed, M., & Choi, H. K. (2021). Neds: tilizatren, Metabolites and
Cultivation. Applied Biological Chemis\ , 73.

®
Ny

A

Bais, H. P., Weir, T. L., Perry, L. G., Gilsy, a i i ,J. M+ (2006). The Role of Root
Exudates in Rhizosphere Interacti h Plants a th ganisms. Annual Review of

Plant Biology, 57(1), 233-266. \ AQ’

Bacteria Effect on The G éfingineering, 103, 164-1609.

A
& Laanb J. (@5). Potential Activity, Size, and Structure

Balk, M., Keuskamp, J A
of Sulfate-Redu icrobidl unities in an Exposed, Grazed and a Sheltered,
Non-Grazed rove The R

V@ Stand a Coast. Frontiers in Microbiology, 6, 1-13.
Basak, B., &%s, . (2009). Influ@r)se of Potassium Solubilizing Microorganism (Bacillus
n

mucil ) and Waste Mica on Potassium Uptake Dynamics by Sudan Grass
(Sor Igare Pers.) Grown under Two Alfisols. Plant and Soil, 317(1-2), 235-255.

l S
Bakhshandeh, E., Pirdashti, H.,%} eh, K.S. (2 1‘;5 ‘F&sphate and Potassium-Solubilizing
rowt ka< G

4,17@ :

Ba@ Mitsui, T., Sueyoshi, K., & Ohyama, T. (2020). Recent Advances in Carbon and
gen Metabolism in C3 Plants. International Journal of Molecular Sciences, 22(1),

318.

120



Bastviken, D., Treat, C. C., Pangala, S. R., Gauci, V., Enrich-Prast, A., Karlson, M., Galfalk,
M., Romano, M. B., & Sawakuchi, H. O. (2023). The Importance of Plants f hane
Emission at the Ecosystem Scale. Aquatic Botany, 184, 103596. \

Begmatov, S., Savvichev, A. S., Kadnikov, V. V., Beletsky, A. V., Rusanov.dx‘;iyuvitkin A.

A., Novichkova, E. A., Mardanov, A. V., Pimenov, N. V., & V. (2021).
Mlcroblal Communltles Involved in Methane Sulfur, and N|tr ycling in The
Sediments of The Barents Sea. Microorganisms, 9(11), 1-21.

ZI: !2016). Phosphate

Behera, B. C., Singdevsachan, S. K., Mishra, R. R., & Set
i disha, India.

Solubilising Bacteria from Mangrove Soils of Mah
World Journal of Agricultural Research, 4(1), 18-23.

q ;

Behera, S., Jyotirmayee, B., Mandal, U., Mishra, A ,@anty,f., & Mah hé(-

G
Effect of Organic Fertlllzer on Growth Yield a Wity o@ sativum'L.: A Review.
1

Ecology, Environment and Conservation, 28% 0\
oti hizobacteria (PGPR)

Bhat, M. A., Rasool, R., & Ramzan, S. (2019)
for Sustainable and Eco-Friendly Agrwre Ac ifi Q@%ulture 3(1), 23-25.
c—}

Bhavi, S., Kumar, R., Tomar, A., sh NP, Sin J & Sgh, S. P. (2020). Isolation and
i Potassium Solubilisation and

Identification of Bacillus Sp or $
Amylase Production. qﬁrna@nal J ent Microbiology and Applied

Sciences, 9(5), 415-426.

haka{%é\ & Andhare, P. (2022). Isolation of
qg o(}lo Formulation. Bulletin of Environment,
108113’

O

N
Billore, S., % Vyas £ & i@ﬁ O. (2009). Potassium-Use Efficiencies and
Economic @ptimization as Inflgced by Levels of Potassium and Soybean (Glycine
Max) es under Staggered“Planting. Indian Journal of Agricultural Sciences, 79(7),
510~

Pharmacology a Sciences,

Bhullar, J., Upadhyay, D(‘Eﬁttach
KSB, PSB, and @ d Pre

Bis@ Chauhan, P. S. (2021). Excessive and Disproportionate Use of Chemicals Cause
ontamination and Nutritional Stress. In IntechOpen eBooks.

121



Boto, K. G., Alongi, D. M., & Nott, A. L. J. (1989). Dissolved Organic Carbon Bacteria
Interactions at Sediment-Water Interface in A Tropical Mangrove Syst arine

Ecology Progress Series, 51, 243-251. \

Breitwieser, F.P., Lu, J., & Salzberg, S.L. (2019). A Review of Methodsn&kDatabases for
Metagenomic Classification and Assembly. Briefings Bioinformatic@, 1125-1136.

Busby, P. E., Soman, C., Wagner, M. R., Friesen, M. L., Kremer,_J. ennett, A., (2017).
Research Priorities for Harnessing Plant Microbiomes in SuWIe Agriculture. PloS
Biology, 15(3), €2001793. '

Cai, T., Cai, W., Zhang, J., Zheng, H., Tsou, A. M., Xiao, hong, Zi, & uJ.' 85). Host
Legume-Exuded Antimetabolites Optimize the otic Rhi I’erﬁ\ olecular
Microbiology, 73(3), 507-517. 2 &

Y/

S, ¥,
n, LY. & Klotz,
idation and Nitrous

Letters, 322(1), 82—

Campbell, M. A., Nyerges, G., Kozlowski, J. A, WPeteaon T.,
M. G. (2011). Model of the Molecula r Hy in
Oxide Production in Methanotrophic Bactéria. FEMS Mi bif{

89. >y T

Capdevila, S., Martinez-Granero, FQ%
(2004). Analysis of Pseud a
Filament Synthesis and é)i% i iti
150(11), 3889-3897. %
NQallo

Carvalhais, L. C., Dennis#ﬁ\,aw@oseye@ D., Kierul, K., Becker, A., Von Wiren,
N., & Borriss, R. 3)." Linki it I\(ngtbtional Status to Plant-Microbe Interactions.
@
’
O

PloS One, 8(7),

w . N{ NTgfda, )§'.\,Lacava, P. T., Nave, A., Melo, I. S., Azeve, J. L.,

M
AM."C. (2018). Man e Endophyte Promotes Reforestation Tree (Acacia
owth. Brazilian Journal of Microbiology, 49(1), 59-66.

Castro, R. A., D

ompounds: An Alternative for Chemical Fertilizers in Sustainable Agriculture
lopment. Microorganisms, 11(1), 42.

Ch%ﬁn, M., Paramasivan, M., & Sahayarayan, J. J. (2023). Microbial Volatile Organic

122



Chen, Y., Hui, Y., Zhu, X. L., An, Z., Hong, X., Peng, M. A, R., Qing, L, Y., & Cheng, C. G.
(2020).  Efficiency of Potassium-Solubilizing Paenibacillus mucilagino the
Growth of Apple Seedling. Journal of Integrative Agriculture, 19(10), 2458,24

Cheng, G., Shapir, N., Sadowsky M. J., & Wackett, L. P. (2005). AIIopham%ydrolase, Not
Urease, Functions in Bacterial Cyanuric Acid Metabolism. Applied_and Environmental
Microbiology, 71, 4437-4445.

Chhetri, G., Kim, I., Kang, M., So, Y., Kim, J., & Seo, T. (2022 Awaated Arthrobacter sp.
Enhances Rice (Oryza sativa L.) Plant Growth. Microorga 0(6', 1187.

\d

Chin, C. F. S,, Furuya, Y., Zainudin, M. H. M., Ramli, N., Hassan, M. A., Tash or\g‘@ Sakali,
ioe

K. (2017). Novel Multifunctional Plant Growth-, oting Bactteria’in CQ&C@)mpost of

Palm Oil Industry Waste. Journal of Bioscience and ngineering 24(59(506—513.
Y/

X~ s
Chittora, D., Meena, M., Barupal, T., & Swap NZ : obada:l as a Source of
Biofertilizers for Sustainable Agricul ecB) i ﬁshysics Reports, 22,
100737. \
AN PIS
Compant, S., Samad, A., Faist, H., & Sessitsch, A. &019 A Reé&v on the Plant Microbiome:
Ecology, Functions, and Emergiﬁg\ nds in Microbial &fpication. Journal of Advanced

Research, 19, 29-37.
X ’J 'S
Cornforth, D. M., & Foster, Kb)lB s etiﬁ feSensing: The Social Side of Bacterial
Stress Responses. Na ?&@viewf i ioloqg ), 285-293.
K N

\ o Wi, "
Correa, S., Schultz, J., er}K. J. ?oaréﬁ?osado, A. (2023). Natural Carbon Fixation
t gi
Res

—~~
~

and Advance the eeri@Jfor Redesigning and Creating New Fixation

S
Pathways. Jourfial,of Adv D; ea@h,47, 75-92.
& 5

)

Cotillard, A dy, S. P., Kong, L\(éj Prifti, E., Pons, N., Le Chatelier, E., & Ehrlich, S. D.
(201 letary Intervention Impact on Gut Microbial Gene Richness. Nature, 500(7464),
58

8

123



Cotrufo, M. F., Wallenstein, M. D., Boot, C. M., Denef, K., & Paul, E. (2013). The Microbial
Efficiency-Matrix  Stabilization (MEMS) Framework Integrates Pl itter
Decomposition with Soil Organic Matter Stabilization: Do Labile Plant, Inpadts Form
Stable Soil Organic Matter? Global Change Biology, 19, 988-995. (’}

R. D., Rowntree, J. K., & Simpson, L. T. (2021). Nitrogen Addition"Alters Composition,
Diversity, and Functioning of Microbial Communities in Mangreye Soils: An Incubation
Experiment. Soil Biology and Biochemistry, 153, 108076.

Cucio, C., Overmars, L., Engelen, A. H., & Myzer, G. (201 tagen m'ics alysis Shows
the Presence of Bacteria Related to Free-Living rm§ o Ifur-Oxidizing
Chemolithoautothrophic Symbionts in the Rhizosphére, of the Seagr fosag" marina.

-
&

Craig, H., Antwis, R. E., Cordero, I., Ashworth, D., Robinson, C. H., OstE‘ne, i'. Z., Bardgett,

Frontiers in Marine Science, 5(171).
P 4

\Mductig'&: Review. Plant
&

Cusack, D. F., Silver, W. L., Torn, M. S., Burton, S. mg M. K. (2011). Changes in
ic'M

Microbial Community Characteristies a 89{3 with Nitrogen Additions
in Two Tropical Forests. Ecology‘%&l— 32.
Daims, H., & Wagner, M. (2018). N ospira."ren
4 &
Dalton, H. (2005). The L 'stnhoe (-’f‘he Natural and Unnatural History of
Methane-Oxidizing &&e 1a. ¥
Biological ScienceS360(1458), —1222
g E& ) ;i &

Biology, 17(Suppl 1), 16-23. c

=
%_/
o
«Q
=<
o
IN
o
N
A
o
w

L e 20(%
i hical, Fransactions of the Royal Society B

O
Dam, B., Dam, §., m, 'J & JLiesa \N (2013). Genome Analysis Coupled with
ééydies Reveals

Physiologi t A Diverse Nitrogen Metabolism in Methylocystis sp. Strain
SC2. PIQ& ;

8(10), e74767.
N e
Danish, % M. Z., Hussain, S., Riaz, M.,2 & Qayyum, M. F. (2020). Mitigation of
S

ght Stress in Maize through Inoculation with Drought Tolerant ACC Deaminase
ontaining PGPR under Axenic Conditions. Pakistan Journal of Botany, 52(1), 49-60.

124



Danquah, C. A., Minkah, P. A. B., Junior, I. O. D., Amankwah, K. B., & Somuah, S. O. (2022).
Antimicrobial Compounds from Microorganisms. Antibiotics, 11(3), 285. T

Metagenomics of Microbiota Following Probiotic Supplementation i s Subjected to
Intestinal Anastomosis. Surgery Open Science, 14, 22—30. .

De Castro, T. A. V. T., Berbara, R. L. L., Tavares, O. C. H., Da Gr Mo, D. F., Pereira, E.

G., De Souza, C. D. C. B, Espinosa, L. M., & Garcia, A. C. ( . Humic Acids Induce
a Eustress State Via Photosynthesis and Nitrogen Metabol ding to a Root Growth
tr

De Castilho, T. J. C., De Almeida, G. H. D. R., De SL Mello, E. V., & Camp&%?. L. (2023).

Improvement in Rice Plants. Plant Physiology and Bio , 162.

@ \Y-
De Kok, L. J., Tausz, M., Hawkesford, M. J., Hoefgen Manus, ’Ns)ir%n R. M.,
Rennenberg, H., Saito, K., Schnug, E., & Tabe, L. ( ). Sulfur M aboliqﬁ in Plants.
Y/

; NN
De Lorenzi, L., Carimati, B., & Parma, P. (20 Nalysigﬁof 16S rfRNA Gene for the

Characterization of the Bacterial Comw\ f the L Ri@%ltaly). Frontiers in

Water, 4.
\ Y
A
N
De Souza, R., Ambrosini, A., & Passa@\/t. P (2015)« PI obrowth-Promoting Bacteria
as Inoculants in Agricultural Soi\ etics lecu iology, 38(4), 401-419.

Ny <
Deepa, C. K., Dastager, S.G., e, A. (2010). lI ion and Characterization of Plant
Growth Promoting Bacteria ic Soil and Their Effect on Cowpea

Vigna unguiculata mp orld Journal of Microbiology and
, 123

e ;

Biotechnology, 26(7 3-1

\ :
Demmig-Adams, B%CQPO%?P Iutc@, S. K., Fourounjian, P., Stewart, J. J., Zenir, M.
. 2
al’

C., & Adams, rox%»a d Nutritional Quality of Lemnaceae Viewed
Comparati inran Ecol andﬁ»v lutionary Context. Plants, 11(2), 145.

NV
9

ari, N. E., Kolic, N. U., & Martin-Laurent, F. (2007). Detection and

on of Atrazine-Degrading Genetic Potential of Seventeen Bacterial Isolates

ing to Divergent Taxa Indicate A Recent Common Origin of Their Catabolic
unctrons. FEMS Microbiology Letters, 273(1), 78-86.

Devers,
Or



Dicko, A. H., Babana, A. H., Kassogué, A., Fané, R., Nantoumé, D., Ouattara, D., Dao,
(2018). A Malian Natlve Plant Growth Promotlng Actlnomycetes Based |I|zer
Improves Maize Growth and Yield. Symbiosis, 75(3), 267-275.

Duan, B., Chen, G., Su-Zhou, C., Li, Y., Merkeryan, H., Liu, W., & \% (2021). 1-
Aminocyclopropane-1-Carboxylate Deaminase- Producmg Plan th-Promoting
Rhizobacteria Improve Drought Stress Tolerance in Grapevme‘zvl'ﬂs vinifera L.).
Frontiers in Plant Science, 12.

Dweh, T. J., Pattnaik, S., & Sahoo, J. P. (2023). Assessing the | t f eta-Genomic Tools
on Current Cutting-Edge Genome Engineering and Te y. PultMed (4) 62-75.

El Sebail, T., Devers-Lamrani, M., Changey, F., Rou@ Marti aL‘e ('1: (2011).
I he

Evidence of Atrazine Mlnerallzatlon in A So ile/ Delt Isolatlon of
Arthrobacter sp. TES6, An Atrazine- Degradl in. ter onal_Biodeterioration
and Biodegradation, 65(8), 1249-1255.

Erenstein, O., Jaleta, M., Mottaleb, K. A., Sor@ Donoval
ion and

Trends in Wheat Productlon Consu : r?Sp

&
& @Jn H. (2022). Global

@eBookS (pp. 47-66).

%, S

Etesami, H., Emami, S., & Alikhani; (201 P assi olubilizing Bacteria (KSB):
Mechamsms, Promotion of R W ; uture~Prospects-A Review. Journal of
Soil Science and Plant NLtItIO 1 (4 , 897 l

Fatima, F., Chaudhary, I. ast gl Pat ,N (2011). Microbial DNA extraction
from Soil by lefer S mplification. Biochemical and Cellular
Archives, 11(1) E

Fatimah, Annlza AIa iyah etyo R. D., Surtiningsih, T., & Nurhariyati, T.
(2021). e Solubl g'Bac@r a Isolated from Tuban Mangrove Soil, Indonesia.

IOP Co fe Series Earth and@)mnronmental Science, 762(1), 012007.

Femeena%man, B., & Brennan, R. (2023). Maximizing Duckweed Biomass Production
Security at Low Light Intensities: Experimental Results and An Enhanced
redictive Model. Environmental Challenges, 11, 100709.

126



Field, J. A., & Sierra-Alvarez, R. (2008). Microbial Degradation of Chlorinated Dioxins.
Chemosphere, 71(6), 1005-1018.

Advances to Prevention Strategies. Eco-Environment & Health, 1(3)

Fu, X., Ou, Z., & Sun, Y. (2022). Indoor Microbiome and Allergic Dlsease;@heoretlcal
4

Fu, L., Niu, B, Zhu, Z., Wu, S., & Li, W. (2012). CD-HIT: Accel te or Clustering the
Next-Generation Sequencing Data. Bioinformatics, 28(23), 31§0—3 ]

Fukuda, K., Nagata, S., & Taniguchi, H. (2002). | ion and ‘!:har terization of
Dibenzofuran-Degrading Bacteria. FEMS Microbiology Letters, SM 1

| S
Ganesh, S., & Venilla, J. J. (2011). Phytochemical ySIS thus Vzl'l cifolius and
he ry,

Avicennia officinalis by GC-MS. Resources Jour Cc , 60-65.

Gao, J. P, Song, G., Wang, J.,, Wang, L (@Vang, : 8). @sponses of Atrazine
Degradatlon and Native Bacterial Comm y in_Soil to¥Arthr ter sp. Strain HB-5.
Ecotoxicology and Enwronmental Sa 159, 3 T &\

o ‘-—\3”

Garritano, A. N., Song, W., & Thoﬂx 20 |xat|on Pathways across the
Bacterial and Archaeal Tree o%& ignificance t PSAS Nexus, 1(5), 1-12.

Ghiglione, B., Haim, M. S., Penzoa, P., rB\Z‘.

mico Gonzalez, G., & Di Conza, J.
(2021). Characterlz m'erg t 0 Carrying Bla KPC-2 Gene in Incp-6
Plasmids Isolated fr: rban wagefin A ina. Frontiers of Cellular Infections and

Microbiology, 11 |
.'
Ghorpade, S. M. C%wika \mate A. V. (2023). Isolation of Endophytic
Bacteria ommerc pI| n as PGP for Sustainable Agriculture to Improve

Crop Yigld: d ances in NutrltloQ_j ood Science, 8(1), 1-20.

Ghose @b A. S., Manohar, C. S., Mohanan, D., & Toraskar, A. (2024). Unraveling the
a

cterial Communities in Mangrove Habitats under the Urban Influence, Using A
ext=Generation Sequencing Approach. Journal of Sea Research, 198, 102469.

127



Ghosh, P., Swati, D., & Dutta, D. (2022). Non-Culturable Microbes in Agricultural Soils:
Potential and Challenges for Biofertilizer Development. Current MicrobiobﬁJQG),

123-132.
N

Glick, B. R. (2012). Plant Growth-Promoting Bacteria: Mechanismsnk pplications.

Scientifica, 1-15.

Goodrich, J. K., Davenport, E. R., Clark, A. G., & Ley, R. E. (2017), The Relationship Between
The Human Genome And Microbiome Comes Into View. nnRRéview of Genetics, 51,
413-433 '

Gouda, S., Kerry, R. G., Das, G., Paramithiotis, S., Shin, H., Pafra, J. ~@*(2018).
Revitalization of Plant Growth Promoting Rhizob ia for Sustai ebeié?opment in
Agriculture. Microbiology Resources, 206, 131-140. 2 &

Y/

LN

Gougoulias, C., Clark, J. M., & Shaw, L. J. (20 Ne R il Microbes in the Global
Carbon Cycle: Tracking the Below-Gro Microbi oc of Plant-Derived
Carbon for Manipulating Carbon Dyna in Agri ral ems. Journal of the

Science of Food and Agriculture, 94(@5362—&?? &\
E o S
S

¥ S
Govindasamy, V., Senthilkumar, M.,ﬂ% UEP U., Bose, P., Sharma, V., &
Annapurna, K. (2010). Bacil

n . Potential PGPR for Sustainable
Agriculture, In: Maheshwari, B (Ed @nd Health Promoting Bacteria.
Microbiology Monograp% 3—

Grady, E. N., Macdonald J%Liu, L.,
(.)

dP ti il
and Perspectives N@n CI‘
) O
Gray, E. J., & Smith, : (?O 5).#Intra \ar and Extracellular PGPR: Commonalities and
n -

o

, A 4&Yuan, Z. C. (2016). Current Knowledge
vie@/licrobial Cell Factory, 15(1), 203.

Distinctio the Pla efium Si nalling Processes. Soil Biology and Biochemistry,
37(3), 395-412. N
& 9

Guttma w“Mchardy, A. C., & Schulze-Lefert, P. (2014). Microbial Genome-Enabled

@ into Plant-Microorganism Interactions. Nature Reviews Genetics, 15(12), 797—
13.

128



Han, H. S., & Lee, K. D. (2006). Effect of Co-Inoculation with Phosphate and Potassium
Solubilizing Bacteria on Mineral Uptake and Growth of Pepper and Cucumbevﬁwt Soil
and Environment, 52(3), 130-136. \

Hassan, E. A., Hassan, E. A., & Hamad, E. H. (2010). Microbial Solubiliz%; Phosphate—
Potassium Rocks and Their Effect on Khella (Ammi visnaga), Growth. Annual of
Agricultural Sciences, 55(1), 37-53.

Hawkesford, M. J., & De Kok, L. J. (2007). Sulfur in Plants a Pa?ﬁ Metabolic Network.
In Plant Ecophysiology (pp. 107-142). '

Holguin, G., Vazquez, P., & Bashan, Y. (2001). The Rolefef Sedime jrga{wgﬁ in the
Product|V|ty, Conservatlon and Rehabilitation of grove Ec sy erview.
‘Z“

Biology and Fertility of Soils, 33(4), 265-278.

T
Holmes, D.E., Bond, D. R., & Lovley, D. R. M Ie‘aro ransféé\y Desulfobulbus
propionicus to Fe (IlIl) and Gra ggectro des: pllebQEnwronmental and
Microbiology, 70(2), 1234-1237.

\ Y
o
Hossain, M. E., Shahrukh, S., & Hos:a% %22) he Fertilizers and Pesticides:
Impacts on Soil Degradatlo, ndwa d an Health in Bangladesh.
Environmental Degradation: VI' ges tegi Mitigation, 63-92.

Hu, L., Xia, M., Lin, X. c \Aq’?n ! Zefg/R., & Song, Y. (2018). Earthworm
Gut Bacterla Increamn quav ility a cqwsmon by Maize. Soil Biology and
2

Biochemistry, 125
y &
@ l (,)(J
Hu, X., Yu, C,, H u,% WXu, Z, You, S., Liu, S. L., & Bao, H. (2024).
Integrative om| Si R Is Distinct Gut Microbial Signatures Related To

Obesity. roblo f(l)

r, M., k S. J. (2019). Identlflcatlon of Microbial Profiles in Heavy-Metal-
ted Soil from Full-Length 16s rRNA Reads Sequenced by a Pachio System.

6 ganisms, 7(9), 357.

129



Hynes, M. J., & Murray, S. L. (2010). ATP-Citrate Lyase Is Required for Production of
Cytosolic Acetyl Coenzyme A and Development in Aspergillus nidulans. yotic
Cell, 9(7), 1039-1048.

Idris, S. E., Iglesias, D. J., Talon, M., & Borriss, R. (2007). Tryptophan-D ent Production
of Indole-3-Acetic Acid (IAA) Affects Level of Plant Growth Promotion by Bacillus
amyloliquefaciens FZB42. Molecular Plant-Microbe Interactions, 2(%319 626.

i, K& Kumar, D. (2022).
en 'ons of Agriculture
cr |0 708335.

Iquebal, M. A., Jagannadham, J., Jaiswal, S., Prabha, R.,
Potential Use of Microbial Community Genomes in Vari
Productivity and Its Management: A Review. Frontiersai

Ishizawa, H., Kuroda, M., Inoue, D., Morikawa, M., & 2020 YT‘J c'3Dynam|cs
of Duckweed Assomated Bacteria Upon Inoculatlon Iant Qr romqt-mg Bacteria.

FEMS Microbiology Ecology, 96(7).

Ishizawa, H., Kuroda, M., Inoue, K., Inoue . KSQOIQ) Colonization
and Competltlon Dynamlcs of Plant - romo /Inh ng Bacteria in the
Phytosphere of the Duckweed Lemna inor. Mic y, 77(2), 440-450.

Ishizawa, H., Kuroda, M., MorikawasM3e& Ike O 7 valuatlon of Environmental

Bacterlal Communltles as A tor* Af e Gr of Duckweed Lemna minor.
Biotechnology Biofuels, 1 1) [
P g a'

Ishizawa, H., Kuroda, M. |kaw Ike (2017) Differential Oxidative and
ed na minor Toward Plant Growth
i

Ant|OX|dat|ve Res of

@D

Promotmg/lnhlbl e ys(’)o y and Biochemistry, 118, 667—-673.
j (.J
Ishizawa, H., Ta Kur . o;%:D & lke, M. (2019). Performance of Plant
Grovvth Bacte vf)f eed under Different Kinds of Abiotic Stress

Factors Bi at ysis and Agrlcul Blotechnology, 19(4), 1-7.

Islam, r%andhl, A. (2022). Heavy Metal and Drought Stress in Plants: The Role of
0

6 s—A Review. Gesunde Pflanzen, 75(4), 695-708.

130



Iwasaki, T., Takeda, H., Miyauchi, K., Yamada, T., Masai, E., & Fukuda, M. (2007).
Characterlzatlon of Two Biphenyl Dloxygenases for Blphenyl -PCB Degraﬁqg in a
PCB Degrader, Rhodococcus sp Strain RHAL. Bioscience, Biote gy and
Biohemistry, 71(4), 993-1002. K

Iwashita, T., Tanaka, Y., Tamaki, H., Yoneda, Y., Makino, A., Tateno, Y., Li, ?'., Toyama, T.,
Kamagata, Y., & Mori, K. (2020). Comparative Analysis of Michommunities in
Fronds and Roots of Three Duckweed Species: Spirodela polyshiza, Lemna minor, and
Lemna aequinoctialis. Microbes and Environments, 35(3).

lyer, B., Rajput, M. S., & Rajkumar, S. (2017). Effect of Sucei on Ph s!)hat olubilization
in Nitrogen Fixing Bacteria Harbouring Chick Pea an ir Effec PJan‘tz_Grovvth.

Microbiological Research, 202(5), 43-50. N
e
“a X

Jaga, P., & Singh, V. (2010). Effect of Blofertllmzhtro ulphti’ on Sorghum-
Mustard Cropping System. Proceedings Nation gﬁl Security for
Sustainable Agriculture. QK/ B‘L\

QW S
. W., Leul : |$~A Xiao, Y., Chaffron,
M., re, PsJKimura, B, Chal L. C,
er Sequencing for Improving

iolo 9, 96-115.

S
Janarthine, S., Eganathan, P., amanl \%hyalakshml S. (2011). Endophytic
Bacteria Isolated from the eu fmcenma marina. African Journal of

Microbiology Reso

Jagadeesan, B., Gerner-Smidt, P., Allard,
S., Vossen, J. V. D,, Tang, S.,
Chapman, J., & Grant, K. (2019)
Food Safety: Translation into Pra\ Food

é*’
Janatiningrum, 1., & ; Y (202 nzﬁm Production, Antibacterial and Antifungal
Activities f |n acteria Isol @m Ficus deltoidea Rhizosphere. Biodiversitas
Journal of aI y D‘SBZ (4

Jansson, J. %fmockel K.S. (2'0(53) Microbial Interaction is among the Key Factors for
Isola Prewously Uncultured Microbes. Nature Reviews Microbiology, 18(6), 313-

.

JayQA & Ward, B. B. (2020). Diversity and Distribution of Nitrogen Fixation Genes
in the Oxygen Minimum Zones of the World Oceans. Biogeosciences, 17(23), 5953-5966.

131



Jeyanny, V., Norlia, B., Getha, K., Nur-Nabilah, A., Lee, S. L., Rozita, A., Nashatul-Zaimah, A.
Z., Syaliny, G., Ne’ryez, S. R., & Tarig-Mubarak, H. (2020). Bacterial Com ities in a
Newly Regenerated Mangrove Forest of Sungai Haji Dorani Mangrove in%e West
Coast of Selangor, Malaysia. Journal of Tropical Forest Science, 32(3), 2&) .

¥

Jian, S.Y, Li, J.W.,, Chen, J., Wang, G.S., Mayes, M.A., Dzantor, K.E.,
(2016). Soil Extracellular Enzyme Activities, Soil Carbon and Nit
Nitrogen Fertilization: A Meta-Analysis. Soil Biology and Biochemi

en Storage under
101, 32-43.

Johnson, J. S., Spakowicz, D. J., Hong, B. Y., Petersen, L. M. ;ko,:vicz, P., Chen, L.,
Leopold, S. R., Hanson, B. M., Agresta, H. O., Gersteli dergen, E.4& Weinstock,
G. M. (2019). Evaluation of 16S rRNA Gene Sequenci ecl d_Strain-Level

Microbiome Analysis. Nature Communications, 10(1 N
e
4 \ %

Jorgensen, B.B., Findlay, A. J., & Pellerin, A. (2019 e Biegg ical*Sulfur Cycle of
Marine Sediments. Frontiers in Microbiology. 10. X

] &
Joye, S. B., Teske, A. P., and Kostka, J.QAL Micrehial mics Following the

Macondo Oil Well Blowout Across Gulf of Mﬁs&y ir ts. BioScience, 64, 766—
(4]

77T. N,
% « &

Kalyuzhnaya, M. G., Lamb, A. E., aggart, 'T¥L., @shkinyaJ."Y., Shapiro, N., Woyke, T., &
Chistoserdova, L. (2015). raft Geno S ces of Gammaproteobacterial
Methanotrophs Isolated f e Washingt ;‘e tment. Genome Announcements, 3(2).

7
Kamal, S. S. (2023). Est@ment f Astificial @ubiosis between Lemna minor and the
i yinel ndii, and Elucidation of the Mechanisms of

Diazotrophic Bac M oto
Bacterial Plantoésr romotion(Doctofabdissertation).
QA= &
<
%} 2 ", Nha

Kapari, M., H inindza, , L., & Mpandeli, S. (2023). Contribution of
SmallholderFarmers to Food Security and Opportunities for Resilient Farming Systems.
S IN"Sustainable Food Systems, 7.

g ielsen, J. (2012). Symptomatic Atherosclerosis is Associated with an Altered Gut
genome. Nature Community, 3(1), 1245.

Fronti\
Ka%ﬁ., Fak, F., Nookaew, I., Tremaroli, V., Fagerberg, B., Petranovic, D., Backhed

132



Kaur, L., & Kanwar, N. (2021). Duckweed: A Model for Phytoremediation Technology. The
Holistic Approach to Environment, 12(1), 39-58. T

Kertesz, M. A., & Mirleau, P. (2004). The Role of Microbes in Plant ﬁ@ Nutrition.
Journal of Experimental Botany, 55(404), 1939-1945.

Khan, N., Bano, A., Ali, S., & Babar, M.D. A. (2020). Crosstalk A&:Phytohormones
from Planta and PGPR under Biotic and Abiotic Stresses. Plant"&rowth Regulations,
90(2), 189-203.

Khandeparker, L., Kuchi, N., Kale, D., & Anil, A. C. (2017). Migrobial C nity_Structure

of Surface Sediments from A Tropical Estuarine ironment usin I)lex% neration
Sequencing. Ecological Indicators, 74, 172-181. 5

Khanghahi, M. Y., Pirdashti, H., Rahimian, H., Nematzade Sepanlou, M.G. (2018).
Potassium Solubilising Bacteria (KSB) Ispla om %ice ddy Seil: From Isolation,
Identification to K Use Efficiency. Symtb\g?,)(l), 13~ 6&

\ A

Khider, M. L. K., Brautaset, T., & Irl ivi:>(202 . tha onooxygenases : Central
Enzymes in Methanotrophy wj% 'ﬁg totech ical Applications. World
Journal of Microbiology and Bi I —11&*(/

X <

Khoshru, B., Mitra, D., Khosh% Y th'al, N., Mahakur, B., Mohapatra, P.
K. D., Panneerselvam, P., Boutaj, H\é': 4Cely, M. V. T., Senapati, A., & Rani,
A. (2020). Curre \g%nario uture “Prospects of Plant Growth-Promoting
Rhizobacteria: An omic V\alu Resource for the Agriculture Revival Under

urn

i
Stressful Conditi(@ lo Wut(r‘lj@ 43(20), 3062-3092.
¢

’

O

Kim, N., Ma, J, %’Wf ya., ky, P., & Lee, I. (2024). Genome-Resolved

Metageno ‘?Game C ng5r forgMicrobiome Medicine. Experimental and Molecular
Medicim&e mental and Molegb-jlar Medicine.

AN

\

Knief, . Diversity of Methane-cycling Microorganisms in Soils and Their Relation to
: 33, 23-56.

Kochhar, S. L., & Gujral, S. K. (2020). Plant Physiology: Theory and applications: Theory
and Applications. Cambridge University Press.

133



Konneke, M., Bernhard, A. E., De La Torre, J. R., Walker, C. B., Waterbury, J. B., & Stahl,
D.A. (2005). Isolation of an Autotrophic Ammonia-Oxidizing Marine Archaewwre,

437(7058), 543-546. \

Kour, D., Rana, K. L., Yadav, A. N., Yadav, N., Kumar, M., Kumar, V., V , Dhaliwal, H.
S., & Saxena, A. K. (2020). Microbial Biofertilizers: Bioresources and Eco-Friendly
Technologies for Agricultural and Environmental Sustainabili&ﬁocatalysis and

Agricultural Biotechnology, 23, 101487. \,
Sgulz’s-Lefert, P., Tiedje,

owths Systems for

Kremer, J. M., Sohrabi, R., Paasch, B. C., Rhodes, D., Thireault,
J. M., & He, S. Y. (2021). Peat-Based Gnotohi@ti

Arabidopsis Microbiome Research. Nature Protocols, 16 45

N

.C}T

SN
Kumar, A., Maurya, B. R., & Raghuwanshi, R. (2014). IsOlation ar}d har, cterizqt-ion of PGPR
and Their Effect on Growth, Yield and Nutrient t im\Whe riticm aestivum L.).

Biocatalysis and Agricultural Biotechnology% 21—4\ sv

&
Kumar, A., Singh, R., & Yadav, A. N. (202&0 PIan;w

owth@omoting Microbes in
Sustainable Agriculture and Environmental Ma
124140.

Kumar, P., Dubey, R., & Mahesh
Showed Plant Growth Prom
Microbiological Researc?%

Larentis, A. L., Sampaio, &}
Evaluation of Gr h% ar
Pseudomonas stn% razili

: \

Le Chatelier, ‘Nielsen, T" ‘onfl\ E., Hildebrand, F., Falony, G., Almeida, M.,
Arumu&vﬂ'Bato, J. M., Ke y, S., Leonard, P., Li, J., Burgdorf, K., Grarup, N.,
Jorgensen, ™, Brandslund, 1., Nielsen, H. B., Juncker, A. S., Bertalan, M., Levenez, F.,

Pons™\.,"Rasmussen, S., Sunagawa, S., Tap, J., & Pedersen, O. (2013). Richness of

t Microbiome Correlates with Metabolic Markers. Nature, 500(7464), 541-546.

H

Li,QZ., Tan, G., Fan, J., Chen, Y., Xiao, Y., ... Tang, Q. (2023c). Enhancing Plant
Growth in Biofertilizer-Amended Soil through Nitrogen-Transforming Microbial
Communities. Frontiers in Plant Science, 14.

134


https://www.nature.com/articles/nature12506#auth-Trine-Nielsen

Li, Q., Wang, X., Yin, G., Gai, Z., Tang, H., Ma, C., Deng, Z., & Xu, P. (2009). New
Metabolites in leenzofuran Cometabollc Degradatlon by a Bipheny ivated
Pseudomonas putida Strain B6-2. Environmental Science & Technology, ( , 8635—

8642.

Li, R., Pang, Z., Zhou, Y., Fallah, N., Hu, C., Lin, W., & Yuan, Z. 20). Metagenomic
Analysis Exploring Taxonomic and Functional Diversity of Soil Mi fal Communities
in Sugarcane Fields Applied with Organic Fertilizer. BioMed R% International, 1-

-~

Li, W., & Godzik, A. (2006). CD-Hit: A Fast Program fo ering %!Lfgwparing Large
5

Sets of Protein or Nucleotide Sequences. Bioinformatics 3), 16 A ‘T
| S

Li, Y., Zhang, F., Daroch, M., & Tang, J. (2016). Positi ffectgo D kweeQ-PoncuItures
on Starch and Protein Accumulatlon Blosuence ts,

Liang, Q., Yang, W., Chen, L., & Zhang, B|o tio Atrazme by Three
Strains: Identlflcatlon Enzymes Ac |e ,. and |ode atlon Mechanism.
Environmental Science and PoIIution esearch, ?8

q

Lin, Q., Rao, Z. H., Sun, Y., Ya, X|n, 200 Identlflcatlon and Practical

Application of S|I|cate DISSO| cte’ ultur iences in China, 1(1), 81-85.

( : |
Lindstrom, K., & Mousavi, S. A«#(201 J tl\fe&ss of Nitrogen Fixation in Rhizobia.

Microbial BlotechnW(S), 13 35 %

&

Liu, G., Bai, Z., Cui, (,m Wi, Kongling, Z7i, G., Gong, H., & Li, D. (2022). Effects of
Land Use on icrobia mlﬁ.u?y in the Songnen Grassland of Northeast China.
Frontler5| olopy 13 ,é\

% -

Liu, J., Pen Li, Y. (2012). Prﬁagenetlc Diversity of Nitrogen-Fixing Bacteria and the

n|f rom Mangrove Rhizosphere Soil. Canadian Journal of Microbiology, 58(4),

Qang, H., Bao, S., & Tong, Y. (2019). Microbial Community Structure of Soils in
Bamenwan Mangrove Wetland. Scientific Reports, 9(1), 1-11.

135



Liu, X,, Yin, C., Xiang, L., Jiang, W., Xu, S., & Mao, Z. (2020). Transcription strategies
Related to Photosynthesis and Nitrogen Metabolism of Wheat in Response itrogen
Deficiency. BMC Plant Biology, 20(1).

Lopes, M. J. dos S., Dias-Filho, M. B., & Gurgel, E. S. C. (2021). Succe Plant Growth-
Promoting Microbes: Inoculation Methods and Abiotic Factors. Frontiers in Sustainable
Food Systems, 5(2), 1-13. %

Lu, Y., Zhou, Y., Nakai, S., Hosomi, M., Zhang, H., Kronzu erT & Shi, W. (2014).
Stlmulatlon of Nitrogen Removal |n the Rhlzosphere 0 ic Ii)uckweed by Root
Exudate Components. Planta, 239(3), 591-603.

Luangthongkam, P. (2018). Biosynthesis of Polyhy@@noat S Aé)_s\n Methane-

utilizing Mixed Cultures.

Lynch, J. M., & Whipps, J. M. (1990). Substra Mn the |Rhi spher Iant Soil, 129(1),
1-10. : ,

Lynn, T. M., Ge, T., Yuan, H., Wei, X. eley, A. S. (2016). Sail

Carbon-Fixation Rates and As Ba&erial rsty and Abundance in Three
Natural Ecosystems. Microbial Y, 73(3)nb4 657&4/
L ~

Mahanty, T., Bhattacharjee, S., ha a , P., Das, B., Ghosh, A., & Tribedi,
P. (2016). Blofertlllzers AP nt| ustamable Agriculture Development.
Environmental SC|en Polluflo earch , 3315-3335.

Maheswar, N. U., &S an| G/ (2 Scﬁﬂblllzatlon of Phosphate by Bacillus sps, From
Groundnurt R s e( rachis yp aL) Journal of Chemical and Pharmaceutical
Research, 4 ),

c?’
Mahfouz, S our G., & Hananoy’A. (2022). Compositional, Genetic and Functional

P- Furans Contaminated Soil. Frontiers in Environmental Science, 10(10), 1-14.

N

Ch r% tion of SO|I Culturable Microbial Communities in Polychlorinated Dibenzo-

136



Makino, A., Nakai, R., Yoneda, Y., Toyama, T., Tanaka, Y., Meng, X. Y., Mori, K., ke, M.,
Morikawa, M., Kamagata, Y., & Tamaki, H. (2022). Isolation of Aquatic PI wth-
Promoting Bacteria for the Floating Plant Duckweed (Lemna minor). Mi{ anisms,

10(8), 1564 (
Mall, A., Sobotta, J., Huber, C., Tschirner, C., Kowarschik, S., Bachnik, K. Mefgelsberg, M.,

Boll, M., Hugler, M., Eisenreich, W., & Berg, I, A. (2018). Reversibility of Citrate
Synthase Allows Autotrophic Growth of a Thermophilic Bacterium. Seience, 359(6375),

563- 567.

Mapile, M. R. F., & Obusan, M. C. M. (2020). Mi ation, Bliode adation, and
Antagonistic Actlvmes of Gut-associated Bacteria and i Nightcrawler,
Eudrilus eugeniae. Science Diliman, 32(1), 42-67. \

-\
] : ’ ‘ﬁ

Martinez-Viveros, O., Jorquera, M. A., Crowley, D. jard@\Gh:t MoraywM. L. (2010).

Mechanisms and Practical Considerations Invo ed Gro ?Promotlon by

Rhizobacteria. Journal of Soil Science and Ia triti )22‘\ 19.

Meena, V. S., Maurya, B. R., & Verma, 2014). spherlc Microorganism
Enhance K* Availability i |n Agricul |sg i iologi esearch, 169(5-6), 337—

347. \ é}.
_ ﬁ’

Meena, V. S., Maurya, B. R., @r A., Kim, L., & Bajpai, V. K.
(2015). Potassium Solulilizi Isolatlon Identlflcatlon and K-
ineering, 81, 340 — 347.

Release Dynamics from Wast

Mende, D. R., Waller, A 'Sn
J., & Bork, P. (‘ﬁ? s
Generation Segtienc vjﬂ Néi 2), €31386.

Yw

l\- s
Merkx, M., L%é, S. J. (2002). C_Vj\thy OrfY? Journal of Biological Chemistry, 277(8),

6‘4/(2

' }arve@A I., Chan, M. M., Arumugam, M., Raes,
Vof ﬁrl'atagenomlc Assembly using Slmulated Next

irth, 1., Wagner, M., Widdel, F., & Kuypers, M. M. M. (2012). Zero-
nt Sulphur is a Key Intermediate in Marine Methane Oxidation. Nature, 491(7425),
541-546.

5858 EK
Mil@W ;gerdelman, T. G, Polerecky, L., Franzke, D., Wegener, G., Schmid, M.,
ieb

137



Mo, S., Yan, B,, Gao, T., Li, J., Kashif, M., Song, J., Bai, L., Yu, D., Liao, J., & Jiang, C.
(2023) Sulfur Metabollsm in Subtroplcal Marine Mangrove Sedlments Fu tally
Differs from Other Habitats as Revealed by SMDB. Scientific Reports, 13(

Mohamed, E. A. H., Farag, A. G., & Youssef, S. A. (2018). Phosphat%blllzatlon by
Bacillus subtilis and Serratia marcescens Isolated from Tomatq _Plant™ Rhizosphere.
Journal of Environmental Protection, 9(3), 266-277. w-

Montagna, P., Palmer, T. A., & Pollack, J. B. (2012). Hydro giwmanges and Estuarine
Dynamics. SpringerBriefs in Environmental Science, 8. '

Mora, M. R., Pastrana, V. M. F., Lobo, A. P., & GOm J. (20 ion as a
Blofertlllzer of an Agrlcultural Residue Leacha gen ic geRaracterization and
Growth Promotion Test by PGPB in the Forage Plan edlca ati alf ). Frontiers
in Microbiology, 13.

T

<c & Lemanceau, P.
gal Communltles at

Mougel, C., Offre, P., Ranjard, L. Corberan@

(2006) Dynamlc of the Genetlc Struc 0
Different Developmental Stages of e cargo

New Phytologist, 170(1), 165-175. E

Mueller, A. J., Jung, M.-Y., Strach . I—(|:[ , C. W. @‘kegaard, R. H., Wagner, M., &
I

Daims, H. (2020). Genomic a K| ys Is 0 ‘r%ve Nitrospinae Enriched by Cell
:

et

Sorting. ISME Journal, 1 745.
igan,R;*J. (2023). Soil and Water Pollution and
ogi s,,\Norry About? Cardiovascular Research,

Minzel, T., Hahad, O.,
Human Health

N

119(2), 4404149 . ,-
Musa, S. F., g 201?8'20 kton Community Structure of Sungai Lukut and
Its Estu ry,Wegeri Sembllan C}/
N
Musilov. |d| J., Polivkova, M., Macek, T., & Uhlik, O. (2016). Effects of Secondary

tabolltes on Mlcroblal Populations: Changes in Community Structure and
lic Activity in Contaminated Environments. Chemosphere, 159, 643-655.

138



Muwawa, E. M., Obieze, C. C., Makonde, H. M., Jefwa, J. M., Kahindi, J. H. P., & Khasa, D. P.
(2021). 16S rRNA Gene Amplicon- Based Metagenomlc AnaIyS|s 0 terial
Communities in the Rhizospheres of Selected Mangrove Species from M eek and

Gazi Bay, Kenya. PLoS ONE, 16(3), 1-22.

Nakamura, T., Hoaki, T., Hanada, S., Maruyama, A., & Kamagata, Y. (2007)." Soluble and
Particulate Methane Monooxygenase Gene Clusters in the Magine Methanotroph
Methylomicrobium sp. strain NI. FEMS Microbiology Letters, 274(2), 157-164.

Nam, N. N., Do, H. D. K., Trinh, K. T. L., & Lee, N. Y. (2023 tge mics: An Effective
Approach for Exploring Microbial Diversity and Functi oods, 2\11”140

Nandy, S., & Kapley, A. (2024). Unraveling the Potenti |crob| | mbm{'e'& for Lake
Bioremediation via the Metagenomics Tool: A Re ater rastructure
Ecosystems and Society, 73(1), 11-33.

*“1

Narayan, O. P., Kumar, P., Yadav, B., & Dua
Growth and Development. Plant Signaling

Ay

Nazmin, S., Das, A., Khan, Md. Z., & Hani
Phase Analy3|s of Ganges ro Iaim Soils

Science, 9 (12), 298-312. N
2 ’ S
(1

Nedwell, D. B., Blackburn, T. H els»e\m Dynamic Nature of the Turnover of
Organic Carbon Nitr nd Sll|p the ents of a Jamaican Mangrove Forest.
Marine Ecology Pr Series, 11 3-231,

s
D.

. Soil Clay Mineralogical
RF. Open Journal of Soil

%

J“

Ngalimat M.S., M H : E,/Z riy D.,fsmail, S. 1., Ismail, M. R., Mohd Zainudin, N. A.
T.

021), Plant Growth-Promoting Bacteria as an Emerging

, Saidi, N. sof
Tool to Mi acterla eﬁathoge s. Microorganisms, 9(4), 682.

N

“SHsieh, J., Lo, S., Wang, S., Hung, C., Huang, E., & Huang, C. (2021).
ation of Dioxins by Burkholderia cenocepacia strain 869T2: Role of 2-haloacid
nase. Journal of Hazardous Materials, 401, 123347.

139



Nielsen, H. B., Almeida, M., Juncker, A. S., Rasmussen, S., Li, J., Sunagawa, S., & Ehrlich, S.
D. (2014). Identification and Assembly of Genomes and Genetic Elements i plex
Metagenomic Samples Without Using Reference Genomes. Nature Biotecm{ 32(8),
822-828.

Mangrove Forest Soils along the Upper Gulf of Thailand in Respo Environmental

Factors. Biology, 11(12), 1-22.
z Zh ,Y Ma, Y., Yan,

Y., Tong, T., Huang, X., Hu, M., Zhu, X., Ding, J., Zh ., Cul,iZ., Fa ,J. Y., Chen,
H., & Hong, J. (2023). Microbiome and Metabolome res fin ato Bowel
Disease Via Multi-Omics Integration Analyses AcrosssCohorts. Natu ﬁom@; ications,

Nimnoi, P., & Pongsilp, N. (2022). Insights into Bacterial Communlﬂss 3 Diversity of
t

Ning, L., Zhou, Y., Sun, H., Zhang, Y., Shen, C., Wang, Z., Xu

14(2).
J’
\,‘Z“

Noyce, G. L., & Megonigal, J. P. (2021). Blogeo hemieal Ta|t chanisms Drive
Enhanced Methane Emissions i S t?)g\ le-Ecosystem  Warming.
Biogeosciences, 18(8), 2449-2463. 6&

? A
Nur Anis Fadilah, S., Singh, H. R.,, & N anéiE T astropod Community of

The Lukut Mangroves, Negerl n. ISER In tlonal Conference, Kuala
Lumpur, Malaysia, September AQ/
<

Et‘ag'e}mlcs A Tool for Exploring Key

Nwachukwu, B. C., & Babal% . (20 12)
Microbiome with the Potentials f il Vi Q‘_jsustalnable Agriculture. Frontiers in
Sustainable Food Sys ﬂ'\G | %
&

)
Oh, J., Byrd, A. L., De%p onla ;'(oﬁg) H. H., & Segre, J. A. (2014). Biogeography
S nctipnin thé.l*luman Skin Metagenome. Nature, 514(7520),

and Indmdua%
59-64
44/ 5

QY
Oo, K. T, T Khai, A. A.,& Fu, P. (2020). Isolation, Screening and Molecular
Char tion of Multifunctional Plant Growth Promoting Rhizobacteria for a
Su%e Agriculture. American Journal of Plant Sciences, 11(06), 773 —792.

N

140



Oshiki, M., Fukushima, T., Kawano, S., Kasahara, Y., & Nakagawa, J. (2019). Thiocyanate

Degradation by a Highly Enriched Culture of the Neutrophilic Halophile Thi acter
sp. Strain FOKN1 from Activated Sludge and Genomic Insights intg, Thiocyanate
Metabolism. Microbes and Environments, 34(4), 402-412. (

H., Wagner, M., Kuypers, M. M., Schubert, C. J., & Milucka, J. (2 . Crenothrix are

Oswald, K., Graf, J. S., Littmann, S., Tienken, D., Brand, A., Wehrli, B., %!Eertsen, M., Daims,
Major Methane Consumers in Stratified Lakes. ISME Journal, 1% 4-2140.

Padmini, O. S., Wuryani, S., & Aryani, R. (2017). Application
Growth-Promoting Rhizobacteria (PGPR) to Increase Ri
3-11.

nicgertilizer and Plant

iel anW. 1CoSI 2014,
L ] \Yq
| S
Paixdo, D. a. A., Tomazetto, G., Sodré, V. R, Gongalve . A.,jJ hima, C. Ay, Blchli, F.,

Alvarez, T. M., Persinoti, G. F., da Silva, M. J., to, S\L:.1 to, MV, Cairo, J. P.
L. F., Leme, A. F. P., & Squina, F. M. (2021). MicrobiahEn 'chm&&ﬁd Meta-Omics
Analysis ldentify Cazymes from Mangro wents i nique~Rroperties. Enzyme
and Microbial Technology, 148, 109820\ O‘«

of Nutritional and Environment itions.’ Jou of Microbiology Resources, 3(1),

\ Y
Parmar, P., & Sindhu, S. (2013). Potassi §aub}1li i JR '%phere Bacteria: Influence
aéﬂ .

25-31. §

Pathirana, B. K., & Yapa, P. %;;) Evalua rF'o1®ifferent Carrier Substances for the

Development of an EffectivePellet ioferti or Rice (Oryza sativa L.) Using Co-
Inoculated Bacteria a N%busc ar orrhi@ngi. Asian Journal of Biotechnology
and Bioresource Te@g , 1=10.

N
\ o I @,
('Q 2.9
Pérez, D. J., Dou , W. J.[,l& re, My T. (2022). Atrazine Uptake, Translocation,
Bioaccumulationsand I}| egrad tig% Cattail (*Typha latifolia*) as a Function of

7 1

exposure Ti hemosph , 287, 04.
&

Pérez-Cob NE., Gomez-Valero, L., & Buchrieser, C. (2020). Metagenomic Approaches in

Ecology : An Update on Genome and Marker Gene Sequencing Analyses.
tal Genomics, 6(8), mgen0004009.

141



Perez-Coronel, E., & Michael Beman, J. (2022). Multiple Sources of Aerobic Methane
Production in Aquatic Ecosystems Include Bacterial Photosynthesi ature

Communications, 13(1), 6454. \

Petersen, F., Demann, J., Restemeyer, D., Olfs, H.-W., Westendarp, H., Aﬁkroth, K. J, &
Ulbrich, A. (2022). Influence of Light Intensity and Spectrum on kweed Growth and
Proteins in a Small-Scale, Re-Circulating Indoor Vertical Farm. Plan (8), 1010.

NV

Pii, Y., Mimmo, T., Tomasi, N., Terzano, R., Cesco, S., & Crecchig, C. (2015). Microbial
Interactions in The Rhizosphere: Beneficial Influences ant r‘Growth-Promoting
Rhizobacteria on Nutrient Acquisition Process. A Revi iologytand Fertility of Soils,
51, 403-415.

@ \Y—
| S5
Pramanik, P., Goswami, A. J., Ghosh, S., & Kalita, C:%2019).» An digen{eus Strain of

Potassium-Solubilizing Bacteria Bacillus pseudo ides a Potassium Uptake in
Tea Plants by Increasing Potassium Availability in‘the te-Treated Soil of North-
East India. Journal of Applied Microbiology; ), 21

2\ N

Prayogo, F. A., Budharjo, A., Kusumanij m, H. \1@( %W Suprihadi, A., &

Nurhayati, N. (2020). Metagenomie, Ap Iie%f' pl on and Development of
Novel Enzymes from Natuke; Revi

iew.» Jourmal” of Genetic ~ Engineering
and Biotechnology, 13, 39. &
a\
X ~
Purahong, W., Orru, L., Donat% etuigj g'nm)& Lamontanara, A., & Spinelli, F.
me i

(2018). Plant Microbio \he 0 Plant Health: Host Species, Organs and
Pseudomonas syrivrx‘u~ V. AFt.- Infection Shaping Bacterial Phyllosphere
it

Communities of Ki lants. Froatiers i nt Science, 9.

C-} I'B." ‘oo

Qin, J., Li, R., Raes, J., Arumugam, M., Burgdorf, K. S., & Manichanh, C. (2010). A Human
Gut Microbial Gene Catalogue Established by Metagenomic
Sequencing. Nzﬂure, 464(7285), 59—6‘5.’

NV

~) S
Radulovig, \ankovié, S., Stanojevié, O., Vujc¢ié, Z., Dojnov, B., Trifunovi¢c-Momc¢ilov, M.,
& i¢, M. (2021). Antioxidative Responses of Duckweed (Lemna minor L.) to
olvand Rhizosphere-Associated Bacterial Strain Hafnia paralvei ¢32-106/3.
ntigXidants, 10(11), 1719.

142



Raes, J., Foerstner, K. U., & Bork, P. (2007). Get The Most Out of Your Metagenome:
Computational Analysis of Environmental Sequence Data. Current inion in
Microbiology, 10, 490-498.

Ramachandran, V. K., East, A. K., Karunakaran, R., Downie, J. A., & ; S. (2011).
Adaptation of Rhizobium leguminosarum to Pea, Alfalfa and Sugar_Beet Rhizospheres
Investigated by Comparative Transcriptomics. Genome Biology, 12(106), R106.

NV

Ramarethinam, S., & Chandra, K. (2005). Studies onT Effect of Potash
Solubilizing/Mobilizing Bacteria Frateuria aurantia on Br owtp and Yield. Pestol,

30(11), 35-39. .\d
T

[ N

Ramesh, A., Sharma, S. K., Sharma, M. P., Yadav, N., shi, O. P: ( ) E@ﬁt Growth-
Promoting Traits in Enterobacter cloacae subsp.™dissolvens® MDSR9 yfsolated from
Soybean Rhizosphere and its Impact on Grow?!! Nu‘&@ So%bhean and Wheat
Upon Inoculation. Agricultural Resources, 3(1), 5366 é\

&
Reang, L., Bhatt, S., Tomar, R. S., & Joshi, K. . Plant Gfowth PQnoting Characteristics
of Halophilic and Halotolerant Bactéri Isolati C a;t\ék Regions of Saurashtra

<

Guijarat. Scientific Reports, 12(1), 141/. N
6 v,
.
\Og &/
Richardson, A. E. (2001). Prospect ing roor “}sms to Improve the Acquisition
of Phosphorus by Plants. Australian Jourhal a%%siology, 28(9), 897-906.
4 &

Rosenberg, E., DelLong, \Lory N ckebrandt, E., & Thompson, F. (2014). The
Prokaryotes: Actino ria. 1-1061. &)
Ross, M. O., & Ros Weg' ; A’.}
%5 he

@
. (2017%). A(Tale of Two Methane Monooxygenases. Journal
e
Chemistry, 22(2=3), 307-319.

of Biology% f
AN >
las, G., & Hartﬁ;%n, A. (2002). Plasmid Localisation of Atrazine-

Rousseaux, %G
Degraei enes in Newly Described Chelatobacter and Arthrobacter Strains. FEMS
Mi iology Ecology, 41(1), 69-75.

Routray™T. K., Satapathy, G. C., & Mishra, A. K. (1996). Seasonal Fluctuation of Soil
Nitrogen Transforming Microorganisms in Bhitarkanika Mangrove Forest. Journal of
Environmental Biology, 17, 325-330.

143



Saeid, A., & Chojnacka, K. (2019). Fertilizers: Need for New Strategies. In Chandran, S (Eds.),
Organic Farming (Pp. 91-116). Woodhead Publishing. T

Saha, B., Saha, S., Das, A., Bhattacharyya, P. K., Basak, N., Sinha, A. K., & oGEa) P. (2017).
Biological Nitrogen Fixation for Sustainable Agriculture. Agric Ily Important
Microbes for Sustainable Agriculture, 2(12), 81-128. .

Saha, M., Maurya, B. R., Meena, S., Bahadur, 1., & Kumar, A. :)}67/ Identification and
Characterization of Potassium Solubilizing bacteria (KSB), fro 0-Gangetic Plains of

India. Biocatalysis and Agricultural Biotechnology, 7, 202 '

Sahoo, R. K., Ansari, M. W., Dangar, T. K., Mohanty, S., uteja, N; (2013). Pﬁggypic and
Molecular Characterization of Efficient Nitrogen Eixihg Azotobact tr&ing the Rice
Fields. Protoplasma. 2

&

¢ NN
Saibu, S., Adebusoye, S. A., & Oyetibo, G. O. WAerc?ﬁic terial Lransformation and

Biodegradation of Dioxins: A Review. K ces antBi roc@kwg, 7(1).
Sakho, I., Mesnage, V., Deloffre, J., Lafi &.:)xlia i & Faye, 6, (2011). The Influence of
Natural and Anthropogenic Fact ang&ove ymamkg.bver 60 Years the Somone
S :

Salvador, S., Garatuza-payan, J%J;I S. ~J¢, Merino-ibarra, M., & Thalasso, F.
ucti

(2021). Methane Prod on @Mangrove Soils Assessed by Stable

Isotope Mass Balance Mer, 1:1(1 67. %
A S
Samaddar, S., Chatter% C’:iou'dh ;A. R Ahmed, S., & Sa, T. (2019). Interactions
0

5
£

S spp. a Role in Improving The Red Pepper Plant Growth

Between Pse eir
under Salini s. Microbiglo R@rces, 219, 66-73.
N, 5

NV

Sankar, K. .Aaramoorthy, P., I\Thcé?irajan, M., & Xavier, R. L. (2017). Role of Organic
Ame s in Sustainable Agriculture. Sustainable Agriculture Towards Food Security,
11 '

SarQM., & Yahaya, N. (2022). Advanced Development of Bio-Fertilizer Formulations
Using Microorganisms as Inoculant for Sustainable Agriculture and Environment — A
Review. Malaysian Journal of Science Health & Technology, 8(1), 92-101.

144



Sardans, J., & Penuelas, J. (2015). Potassium: A Neglected Nutrient in Global Change. Global
Ecology and Biogeography, 24(3), 261-275. T
Sarikhani, M. R., Oustan, S., Ebrahimi, M., & Aliasgharzad, N. (2018 solation and
Identification of Potassium-Releasing Bacteria in Soil and Assessmen heir Ability to

Release Potassium for Plants. European Journal of Soil Science, 69(@3: 1078 —1086.

Using Native and Synthetic Methylotrophs. Synthetic and, Sy Biotechnology, 8(3),

Sarwar, A., & Lee, E. Y. (2023). Methanol-Based Biomanufacturig%Nels and Chemicals
396-415. '

Sathish Kumar, J. K., Monica, S. S., Vinothkumar, B., anthi,
(2024). Impact of Pesticide Exposure on Envir nt” and
Agricultural Reviews, 45(1), 01-12. 2

S AN
Sattar, A., Naveed, M., Ali, M., Zahir, Z. A., Na NM. %se M., na, V. S., Farooq,

M., Singh, R., Rahman, M., & Meena, N. ( Perﬁtives of Potassium
Solubilizing Microbes in Sustainable Food®Rroduction System: eview. Applied Soil

Ecology, 133, 146-159. (,) >YT c§\
o oo

Seeger, M., Camara, B., & Hofer, BN% ). De atiof;y“Denitration, Dehydroxylation,
and Angular Attack on Substituted*Bi s and %5 d Compounds by a Biphenyl
Dioxygenase. Journal of cte%logy, 183(12), 54\8) 55.

4 &
Selim, M. S., Abdelhamid 5\@ &| \ﬂed, S~S7 (2021). Secondary metabolites and
n&u‘ce es. n

biodiversity of Acti urnal‘of G\ ic Engineering and Biotechnology, 19(1),
72.
D, O
Sembiring, M., &S a, T;( 021). “Diversity of Non-Symbiotic Nitrogen-Fixing Bacteria
and Their, ial in"Afdisols Affected by the Eruption of Mount Sinabung, North
Sumatr@n sia. 22(8), 3539 .
N ~
Sene, L%rti, A., Secchi, G. A. R.,, & Siméo, R. de C. G. (2010). New Aspects on
[

Biodegradation. Brazilian Archives of Biology and Technology, 53(2), 487-496.

ra' agWam, M.
rSitys, Review.

io

145



Sengupta, A., & Choudhuri, S. (1991). Ecology of Heterotrophic Dinitrogen Fixation in the
Rhlzosphere of Mangrove Plant Community of the Ganges River Estuar ndia.
Ecologia, 87(4), 560-564.

Shah, S. H., Islam, S., & Mohammad, F. (2022). Sulphur as a Dynamic M&% Element for
118

Plants: A Review. Journal of Soil Science and Plant Nutrition, 22(2)‘ s 143.

Shami, A, Jalal, R. S., Ashy, R. A., Abuauf, H. W., Baz, L., Ref |N Bargawi, A. A,
Baeissa, H. M., Tashkandi, M. A., Alshareef, S., & Ab Ifa%ﬂ A. (2022). Use of

Metagenomic Whole Genome Shotgun Sequencing Data onomic Assignment of
Dipterygium glaucum Rhizosphere and Surrounding oil' Microbiomes, and Their
Response to Watering. Sustainability, 14(14), 8764. \a.
g
| O
Sharma, N., & Singhvi, R. (2017). Effects of Chemmz@ﬂhzer d stlc on Human
Health and Environment: A Review. Internatlo urn of cul%jte' Environment

and Biotechnology, 10(6), 675-679. \,
] <<

Shashidhar, B., & Podile, A. R. (2010). Min Ph sphat olublatlon by Rhizosphere

J‘

Bacteria and Scope for Manlpulatlon f e Dire tlo g\hway Involving Glucose
Dehydrogenase. Journal of Appl| |0I ,

Sheng, X. (2005). Growth Promot c ease ass Uptake of Cotton and Rape by
A Potassium Releasing Strai f aC| SOI| Biology and Biochemistry,
37(10), 1918-1922.

iop’ of P |um-Bear|ng Minerals by A Wild-Type
tants and Increased Potassium Uptake by Wheat.

52(1)“66-72.
¢

Canadian Journ 0

Sheng, X., & He, L. QOQ&\

Strain of Bacillu;c,(Wn u
a, M. (2022). Diazotrophic Bacterium Azotobacter
romoter of an Aquatic Plant: Lemna minor. Plant

Shuvro, S. %
vmelan% utualistic Gro

ation, 100(1), 171-

hysiGlogy/Advances in Microbial Physiology, 45-117.

Growt\
Simont, §Kroneck, P. M. (2013). Microbial Sulfite Respiration. Advances in Microbial

146



Singh, B. K., & Trivedi, P. (2017). Microbiome and the Future for Food and Nutrient Security.

Microbial Biotechnology, 10(1), 50-53. T

Skennerton, C. T., Ward, L. M., Michel, A., Metcalfe, K., Valiente, C., Mulli %an, K.Y,
Gradinaru, V., & Orphan, V. J. (2015). Genomic ReconstructionA?n Uncultured
Hydrothermal Vent Gammaproteobacterial Methanotroph (Family othermaceae)
Indicates Multiple Adaptations to Oxygen Limitation. Frontier of Micgobiology, 6, 1425.

NV

Smith, G. J., & Wrighton, K. C. (2019). Metagenomic Apprn chg Unearth Methanotroph
Phylogenetic and Metabolic Diversity. Current Issues in M r Biplogy, 33, 57-84.

N,

Soetan, K., Olaiya, C., & Oyewole, O. (2010). The I tance Mi rgll I'eg;ents for
Humans, Domestic Animals and Plants-A Review an Journal ood-Science, 4(5),
Y

200-222. 2

\ N
e
Sorokin, D. Y., Tourova, T. P., Panteleeva, A. N yz . 2). ulfonatronobacter
acidivorans gen. nov., sp. nov. and De ulbus alkali
Heterotrophic Sulfate-Reducing Bacteria Trem Soda # I
L

v., Haloalkaliphilic
S. rnational Journal of
Systematic and Evolutionary Microbi , 62(P y@
0 S

(7]
Srivastav, A. L. (2020). Chem Ertilizer pestieides: Role in groundwater
contamination. Agrochemical ionj Tre nt anthRemediation, 143-159.
(,a (S
Stegelmeier, A. A., Rose, D, M., i - Gfi f&'B R. (2022). The Use of PGPB to
Promote Plant Hydrc@@row‘h. s, 11(20), 2783.
&
\1 | O
Sugumaran, P., & Janaﬁ? i (50 .253@:{ ization of Potassium Containing Minerals by
n i

Bacteria and @E ectan P r World Journal of Agricultural Sciences, 3(3),
350-355. b ¢
2 5
o)

Sukda, P., qua, ., Ito, E., Miyaucrﬁ?(., Masai, E., & Fukuda, M. (2009). Characterization
scriptional Regulatory Gene Involved in Dibenzofuran Degradation by

f
@des sp. strain DF412. Bioscience, Biotechnology and Biochemistry, 73(3), 508-

w

\‘

147



Sun, F., Ou, Q., Wang, N., Guo, Z. Xuan, Ou, Y., Li, N., & Peng, C. (2020). Isolation and
identification of potassium-solubilizing bacteria from Mikania micrantha rhi heric
soil and their effect on M. micrantha plants. Global Ecology and Congervdtion, 23,

e01141. (
Suzuki, W., Sugawara, M., Miwa, K., Morikawa, M. (2014). Pla Grthh-Promoting

Bacterium Acinetobacter calcoaceticus P23 Increases The Chloro;wontent Of The

Monocot Lemna minor (Duckweed) and The Dicot Lactuca sa% ttuce). Journal of
Bioscience and Bioengineering, 118 (1), 41-44.

Syed Ab Rahman, S. F., Singh, E., Pieterse, C. M., & , P. M. (2018). Emerging
Microbial Biocontrol Strategies for Plant Pathogens. Plant'Sgiencg, 267:.102-111.

g
| O
Takahashi, H., Kopriva, S., Giordano, M., Saito, K., & H . (2?11 . Sulfur )stimilation in
a

Photosynthetic Organisms: Molecular Functio R ti of Transporters and
Assimilatory Enzymes. Annual Reviews of Plant B Iogg\ 7—184??~
&

Comy

Takeuchi, M., Katayama, T., Yamagishi, T., I—m, S.,.Tama " KQagata, Y., Oshima, K.,
Hattori, M., Marumo, K., Nedachi, MaedaH. Su "‘K, & Sakata, S. (2014).
Methyloceanibacter caenitepidi g n a aﬂ@ltatively Methylotrophic

Bacterium Isolated from Marin ents Near qHyd:%hermal Vent. International
Journal of Systematic and Evoluﬁo{ Microbiolagy, 6@.} 462-468.
\

Tamura, K., Peterson, D., Pet ., Stec ,gj\'lel,&., & Kumar, S. (2011). MEGAS5:
[

Molecular Evolutionarg Genetics u 'Ewaximum Likelihood, Evolutionary

Distance, and Maxim rsimqny ods. ecular Biology and Evolution, 28(10),
2731-2739. /K

&
Tang, J., Zhang, Y. i, ¥., & Ma,7J. OliﬁjEffects of a Rhizobacterium on the Growth of
jation e@a
6—

N
0 O
/A ‘ : (‘)
and Chromium me )/ minor. Environmental Science and Pollution
Research, 968 : Y-

NV
9

Tang, K. \Fang, Y. J., & Blakenship, R. E. (2011). Carbon Metabolic Pathway in

Ph ic Bacteria and Their Broader Evolutionary Implications. Frontiers in

8 iology, 2(16).

148



Tang, S. Y., Hara, S., Melling, L., Goh, K. J., & Hashidoko, Y. (2010). Burkholderia

V|etnam|ens|s Isolated from Root Tissues of Nipa Palm (Nypa fruticans) | wak,
Malaysia, Proved to be Its Major Endophythic Nitrogen-Fixing Bacterlu ciences,

Biotechnology and Biochemistry, 74(9), 1972-1975.

Tangapo, A. M., Astuti, D. I., & Aditiawati, P. (2018). Dynamics and Dj ersit? of Cultivable
Rhizospheric and Endophytic Bacteria during the Growth Stages ilembu Sweet
Potato (Ipomoea batatas L. var. cilembu). Agriculture and esources, 52(4),

309-316.

Tarig, A., & Ahmed, A. (2023). Phosphate Solubilizi izoba e ia Sustainable
Management Strategy in Agrobiology. Sustainable Mana nt of N Besources

}37

Thatoi, H., Behera, B. C., Mishra, R. R., & Duttag K. ‘(2 qud-lversny and

13
Blotechnologlcal Potentlal of Mlcroorganlsms osy%elms A Review.
Annals of Microbiology, 63, 1-19.

<<

Thepbandit, W., & Athinuwat, D. (2024). Rhlzo ere |croo msn@upply Availability of
Soil Nutrients and Induce Plant Defe |croo 58

Tian, L., Chang, J., Shi, S., Ji, o , C. (2022). Comparison of
Methane Metabolism in the me of and Related Cultivated Rice
Accessions Reveals a Streng pact o ation. The Science of the Total
Environment, 803, 15013%

Tian, X., Fang, Y., Jin, &}Z i u, e K., Huang, Y., & Zhao, H. (2021).
Ammonlum Dt ation 0 monium-Tolerant Duckweed (Landoltia
punctata) Reve Carbbn iﬁ‘djgen Metabolism Under Ammonium Stress.
EnV|ronment 7, O

N
A é\

Tinberg, C. E., & Lippard, S. J. Dioxygen Activation in Soluble Methane
Monoc&& se. Accounts of Ch cal Research 44(4), 280-288.

Tong, , G., Wan, L., He, F., & Li, X. (2019). The Effect of Fertilizers on Biomass and
ersny on aSeml -Arid Grassland of Northern China. Sustainability, 11(10), 2854.

149



Toyama, T., Kuroda, M., Ogata, Y., Hachiya, Y., Quach, A., Tokura, K., Tanaka, Y., Mori, K.,
Morikawa, M., & lke, M. (2017). Enhanced Biomass Production of Du:?ggs by
Inoculating A Plant Growth-Promoting Bacterium, Acinetobacter calcoacetict§ P23, in
Sterile Medium and Non-Sterile Environmental Waters. Water Science Td nology,

76 (6), 1418-1428. :

Toyama, T., Mori, K., Tanaka, Y., Ike, M., & Morikawa, M. (2022). Promotion of
Giant Duckweed Spirodela polyrhiza (Lemnaceae) by Ensifer ,Sp. SP4 Through
Enhancement of Nitrogen Metabolism and Photosynthesis._Moléeular Plant-Microbe

Interactions, 35(1), 28-38. T

Van Hoeck, A., Horemans, N., Monsieurs, P., Cao, H. X., Van ove, H., ust, R. (2015).
The First Draft Genome of The Aquatic Model Plantilemna minor O 35 T%ﬁfoute for
Future Stress Physiology Research and Biotech ical Applicati Biotechnology

&

Biofuels, 8(1), 188. 2
? e \ X

Van Kessel, M. A., Speth, D. R., Albertsen, M., NielSen; P. H.,,O n Camp, H. J., Kartal, B.,
Jetten, M. S., & Liicker, S. (2015). C Nitrific y 6ﬁqgle Microorganism.
Nature, 528(7583), 555-559.

\ A
&
Vekeman, B., Kerckhof, F. M., Crema%De Oos, , &andamme, P., Boon, N., Op Den
Camp, H. J., & Heylen, K. (2016). “New

eanig’a’oter Diversity from North Sea

Sediments Includes Methangtro ly The Soluble Methane

Monooxygenase. EnvironEent icrob
Dissimi

Venceslau, S. S., Stockdr N
Heterodisulfide” dsrChs.a Key Rrotei ilatory Sulfur Metabolism. Biochimica et

n
Biophysica Acta ioene ics; 18 ,1148-1164.
phy @ R 3(7)

s
%
£

5 & Pereira, 1. A. C. (2014). The “Bacterial

)

O
% Va.isﬁa?%y n‘£(2016). Isolation and Purification of Potassium

ria fromiDifféren gions of India and its Effect on Crops Yield. 3(4),
S
N

Vorholt,%/ogel, C., Carlstro'M, C. I., & Mu'Ller, D. B. (2017). Establishing Causality:

nities of Synthetic Communities for Plant Microbiome Research. Cell Host
icrobe, 22(2), 142-155.

Verma, A., Patid
Solubilizi
483-488.

Walstad, D. (2017). Nitrogen Uptake by Aquatic Plants. 1-6.

150



Wang, B., Zheng, X., Zhang, H., Yu, X., Lian, Y., Yang, X,, Yu, H., Hu, R., He, Z., Xiao, F., &
Yan, Q. (2021) Metagenomic InS|ghts into the Effects of Submerged S on
Functional Potential of Microbial Communities in Wetland Sediments iln Life
Science & Technology, 3(4), 405-415.

Wang, C., Jiang, K., Zhou, J., & Wu, B. (2018). Solidago canadensis In kﬁects Soil N-
Fixing Bacterlal Communities in Heterogeneous Landscapes in Ur cosystems in East
China. Science Total Environment, 631-632, 702—713.

Wang, J. J., Li, R. V., Zhang, H., Wei, G. H., & Li, Z. F. (2020 ;ficig Bacteria Activate
Nutrients and Promote Wheat Growth Under Conditions of, Redueed Fertilizer
Application. BMC Microbiology, 20(1), 38.

O\Yq
Wang, J., Li, X, Xing, S., Ma, Z,, Hu, S., & Tu, C. (20 Blopr ani Ferterer Promotes

Plant Growth and Yield and Improves SO|I ob' unlt%m Continuous
Monoculture System of Chrysanthemum ma foll Int%q al Journal of

Agriculture and Biology, 19(03), 563-568.
‘—) &
Wang, J., Zhu, L., Wang, Q., Wang, J., , .( \Iﬂ)\;sol gsand Characterization of
Atrazine Mlnerallzmg Bacillus subtikis st inI6| : @) (9), e107270.
" Q—
Zha , Sun, Y., Gong, C., Guo, D.,

Wang, N., Zhu, X., Zuo, Y., Liu, J. }F.
Song, C., & Xu, X. ( SYMicro ial hanisms for Methane Source-To-Sink
Transition after Wetland% on to g ropland. erma, 429, 116229.

Wutkowska, M., Vader, A@ra l Coaper, EQ%& Eidesen, P. B. (2019). Dead or Alive;
or Does It Reall Nﬁe ? Le ency between Trophic Modes in Total and
Active Fungal Cr@ |t|e/|er Arctg‘mll Frontiers in Microbiology, 9.

O
: ¢ <> |
; edrano, 6., ramef; C. L., & Weathers, P. J. (2012). Green Factory:

loproduction Platfom@%ﬁor Recombinant Proteins. Biotechnology Advances,
84. N

//

Xu, J., Dolan,
Plants

te and Environmental Controls on Microbial Assimilation of Soil Organic Carbon:
mework for Earth System Models. Ecology Letters, 17(5), 547-555.

30(5),&&-
Xu%&himel, J. P., Thornton, P. E., Song, X., Yuan, F. M., & Goswami, S. (2014).
ub

151



Xu, X., Du, X., Wang, F., Sha, J., Chen, Q., Tian, G., Zhu, Z., Ge, S., & Jiang, Y. (2020).
Effects of Potassium Levels on Plant Growth, Accumulation and Distributio rbon,
And Nitrate Metabolism in Apple Dwarf Rootstock Seedlings. Frontiers in % Science,

11, 904. b

Yamaga, F., Washio, K., & Morikawa, M. (2010). Sustainable Biodegradation of Phenol by
Acinetobacter calcoaceticus P23 lIsolated from The Rhizosphere ckweed Lemna
aoukikusa. Environmental Science & Technology, 44(16), 6470—6474.

Yamakawa, Y., Jog, R., & Morikawa, M. (2018). Effects of C czlati n of Two Different
Plant Growth-Promoting Bacteria on Duckweed. Pla Wt Rw, 86(2), 287—

296. . X
!

Pl
Yang, X., Wei, H., Zhu, C., & Geng, B. (2018). Biodegradationpof A zinew@y The Novel
Citricoccus sp. strain TT3. Ecotoxicological and?ﬂvonmsqt{I, , 142~150.

N F
Ye, S., Peng, B., & Liu, T. (2022). Effects of w Fertili Grl@(h Characteristics and
Fruit Quality in Pear-Jujube in the Loess u. Scientific’Reportsy 12(1).

AN

N

Yoneda, Y., Yamamoto, K., Makino, A%ka, \f‘ Mengy X. )Ql: ashimoto, J., Shin Ya, K.,
Satoh, N., Fujie, M., Toyama, ‘}0 r, K., y ikawa, M., Kamagata, Y., &

ci? citlobacteria Promotes Growth of Common

Tamaki, H. (2021). Novel PI
Floating Aquatic Plants, Duck s. Microorgani
4 s

o

&
Yousuf, B., Kumar, R., Mi NA., S'J . (2014)” Unravelling the Carbon and Sulphur
Metabolism in Co Soil Ecosystéms using Comparative Cultivation-Independent

Genome-Level CE terisation obi ommunities. PLoS ONE, 9(9), e107025.
N ] ‘\N});’r c@: ’

O

Yu, S. S., & Ullri h,%: (20 u‘)Je acti \of Nitrogen Fixation and Alginate Synthesis of

Azotobact ndii [solatedsfro anmar Mangrove. 6(2), 1088.
NV
9
Zainuddin,% Aris, A. Z., Zaki, M. R. M., Yusoff, F. M., & Wee, S. Y. (2022). Occurrence,

Potential“Sources and Ecological Risk Estimation of Microplastic Towards Coastal and
Zones in Malaysia. Marine Pollution Bulletin, 174, 113282.

Zamioudis, C., & Pieterse, C. M. J. (2021). Modulation of Host Immunity by Beneficial
Microbes. Molecular Plant-Microbe Interactions, 25(2), 139-150.

152



Zayed, O., Hewedy, O. A., Abdelmoteleb, A., Ali, M., Youssef, M. S., Roumia, A. F , Seymour,
D., & Yuan, Z, C. (2023) Nitrogen Journeyln PIants From Uptake to Metab tress
Response, and Microbe Interaction. Biomolecucles, 13(10), 1443.

Zebua, A. C., Guchi, H., & Sembiring, M. (2020). Isolation of Non- Symblai&[tr gen-Fixing
Bacteria on Andlsol Land Affected by Sinabung Eruption. 10P Coq{s ence Series Earth

and Environmental Science, 454(1),
W’Delas J., Richter, A,
|ch|0metry to Plant

onogka (2), 133-155.

Ay

Zechmeister-Boltenstern, S., Keiblinger, K. M., Mooshammer, M.
Sardans, J., & Wanek, W. (2015). The Appllcatlon of Ec
Microbial Soil Organic Matter Transformations. Ecologi

Zeller, G., Tap, J., Voigt, A. Y., Sunagawa, S., Kultlm ostea, P. A’nmb& Bohm,
J., Brunetti, F.; Habermann, N., Hercog, R., Koc , LuclanifA., nde, D. R,
Schnelder M. A Schrotz- Klng, P., Tournlg Nh@u& T. WYamada T.,
Zimmermann, J., Benes, V., Kloor, M., Ulri ,C . ,M ‘gﬁanl l., & Borl,
P. (2014). Potentlal of Fecal Mlcroblotaf Stage tlon oIorectaI Cancer.
Molecular Systems Biology, 10(11), 76

Zhang, C., & Kong, F. (2014). Isolation t|F fis /})m Tobacco Rhizospheric
Soil and Their Effect on Tobacco Ap fed Sai col%x 82, 18-25.

N

Zhang, J., Liang, S., Wang, X., u , Zha ’l un F. (2019). Biodegradation of
Atrazine by the NO\Q smllg va |5,ola train FH-1. BioMed Research
International, 2019, 1-12 &

C‘

Zhang, Y., Dong, J., a g, Y. (2008). Phylogenetic Diversity of
Nitrogen- Fixing a | Man Sefmments Assessed by PCR-Denaturing Gradient

Gel Electroph rchlbe? cro@ogy, 190(1), 19-28.

Zhang, Y., Ji Q¢ang, C., Deng, %Lv X., Chen, R., & Jiang, Z. (2021). The Oxidative
Stress%'0 by Atrazine in Root udatlon of Pennlsetum americanum (L.) K. Schum.
gy and Environmental Safety, 211, 111943.

Ecotd’&g
Zh@a, F., Feng, C., Bai, S., Yang, J., & Wang, L. (2017). Complete Genome Sequence

rthrobacter sp. ZXY-2 Associated with Effective Atrazine Degradation and Salt
Adaptation. Journal of Biotechnology, 248, 43-47.

153



Zhao, X., Wang, L., Ma, F., & Yang, J. (2018). Characterisation of an Efficient Atrazine-
Degrading Bacterium, Arthrobacter sp. ZXY-2: An Attempt to Lay the Fo ion for
Potential Bioaugmentation Applications. Biotechnology for Biofuels, 11(1), 1-1

Ziegler, P., Adelmann, K., Zimmer, S., Schmidt, C., & Appenroth, K. J. (%) Relative In
Vitro Growth Rates of Duckweeds (Lemnaceae) — The Most RapQ_Gr wing Higher

Plants. Plant Biology, 17 (1), 33-41.

Zuberer, D. A., & Silver, W. S. (1978). Biological Dinitrogen Fixa Acetylene Reduction)
Associated with Florida Mangroves. Applied Environmen robiology, 35(3), 567—

575. \d

DA
4 i

154





